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<160> 6 

<210> 1 
<211> 2482 
<212> DNA 

<21 3> Homo sapiens 
<400> 1 

gggggagaag gcggccgagc cccagctctc cgagcaccgg gtcggaagcc 50 
gcgacccgag ccgcgcagga agctgggacc ggaacctcgg cggacccggc 100 
cccacccaac tcacctgcgc aggtcaccag caccctcgga acccagaggc 150 
ccgcgctctg aaggtgaccc ccctggggag gaaggcgatg gcccctgcga 200 
ggacgatggc ccgcgcccgc ctcgccccgg ccggcatccc tgccgtcgcc 250 
ttgtggcttc tgtgcacgct cggcctccag ggcacccagg ccgggccacc 300 
gcccgcgccc cctgggctgc ccgcgggagc cgactgcctg aacagcttta 350 
ccgccggggt gcctggcttc gtgctggaca ccaacgcctc ggtcagcaac 4 00 
ggagctacct tcctggagtc ccccaccgtg cgccggggct gggactgcgt 4 50 
gcgcgcctgc tgcaccaccc agaactgcaa cttggcgcta gtggagctgc 500 
agcccdjaccg cggggaggac gccatcgccg cctgcttcct catcaactgc 550 
ctctacgagc agaacttcgt gt-gcaagttc gcgcccaggg agggcttcat 600 
caactacctc acgagggaag tgtaccgctc ctaccgccag ctgcggaccc 650 
agggctttgg agggtctggg atccccaagg cctgggcagg catagacttg 700 
.aaggtacaac cccaggaacc cctggtgctg aaggatgtgg aaaacacaga 750 
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ttggcgccta ctgcggggtg acacggatgt cagggtagag aggaaagacc- 800 
caaaccaggt ggaactgtgg ggactcaagg aaggcaccta cctgttccag 850 
ctgacagtga ctagctcaga ccacccagag gacacggcca acgtcacagt 900 
cactgtgctg tccaccaagc agacagaaga ctactgcctc gcatccaaca 950 
aggtgggtcg ctgccggggc tctttcccac gctggtacta tgaccccacg 1000 
gagcagatct gcaagagttt cgtttatgga ggctgcttgg gcaacaagaa 1050 
caactacctt cgggaagaag agtgcattct agcctgtcgg ggtgtgcaag 1100 
gtgggccttt gagaggcagc tctggggctc aggcgacttt cccccagggc 1150 
ccctccatgg aaaggcgcca tccagtgtgc tctggcacct gtcagcccac 1200 
ccagttccgc tgcagcaatg gctgctgcat cgacagtttc ctggagtgtg 1250 
acgacacccc caactgcccc gacgcctccg acgaggctgc ctgtgaaaaa 1300 
tacacgagtg gctttgacga gctccagcgc atccatttcc ccagtgacaa 1350 
agggcactgc gtggacctgc cagacacagg actctgcaag gagagcatcc 1400 
cgcgctggta ctacaacccc ttcagcgaac actgcgcccg ctttacctat 1450 
ggtggttgtt atggcaacaa gaacaacttt gaggaagagc agcagtgcct 1500 
cgagtcttgt cgcggcatct ccaagaagga tgtgtttggc ctgaggcggg 1550 
aaatccccat tcccagcaca ggctctgtgg agatggctgt cacagtgttc 1600 
ctggtcatct gcattgtggt ggtggtagcc atcttgggtt actgcttctt 1650 
caagaaccag agaaaggact tccacggaca ccaccaccac ccaccaccca 1700 
cccctgccag ctccactgtc tccactaccg aggacacgga gcacctggtc 1750 
tataaccaca ccacccggcc cctctgagcc tgggtctcac cggctctcac 1800 
ctggccctgc ttcctgcttg ccaaggcaga ggcctgggct gggaaaaact 1850 
ttggaaccag actcttgcct gtttcccagg cccactgtgc ctcagagacc 1900 
agggctccag cccctcttgg agaagtctca gctaagctca cgtcctgaga 1950 
aagctcaaag gtttggaagg agcagaaaac ccttgggcca gaagtaccag 2000 
actagatgga cctgcctgca taggagtttg gaggaagttg gagttttgtt 2050 
tcctctgttc aaagctgcct gtccctaccc catggtgcta ggaagaggag 2100 
tggggtggtg tcagaccctg gaggccccaa ccctgtcctc ccgagctcct 2150 
cttccatgct gtgcgcccag ggctgggagg aaggacttcc ctgtgtagtt 2200 
tgtgctgtaa agagttgctt tttgtttatt taatgctgtg gcatgggtga 2250 
agaggagggg aagaggcctg tttggcctct ctgtcctctc ttcctcttcc 2300 
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cccaagattg agctctctgc ccttgatcag ccccaccctg gcctagacca 2350 

gcagacagag ccaggagagg ctcagctgca ttccgcagcc cccaccccca 24 00 

aggttctcca acatcacagc ccagcccacc cactgggtaa taaaagtggt 2450 

ttgtggaaaa aaaaaaaaaa aaaaaaaaaa' aa 2482 

<210> 2 
<211> 529 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Pro Ala Arg Thr Met Ala Arg Ala Arg Leu Ala Pro Ala 
15 10 15 

Gly lie Pro Ala Val Ala Leu Trp Leu Leu Cys Thr Leu Gly Leu 
20 25 30 

Gin Gly Thr Gin Ala Gly Pro Pro Pro Ala Pro Pro Gly Leu Pro 
35 4 0 4 5 

Ala Gly Ala Asp Cys Leu Asn Ser Phe Thr Ala Gly .Val Pro Gly 
50 55 60 

Phe Val Leu Asp Thr Asn Ala Ser Val Ser Asn Gly Ala Thr Phe 
65 70 75 

Leu Glu Ser Pro Thr Val Arg Arg Gly Trp Asp Cys Val Arg Ala 
80 85 90 

Cys Cys Thr Thr Gin Asn Cys Asn Leu Ala Leu Val Glu Leu Gin 
95 100 105 

Pro Asp Arg Gly Glu Asp Ala He Ala Ala Cys Phe Leu He Asn 
110 * 115 120 

Cys Leu Tyr Glu Gin Asn Phe Val Cys Lys Phe Ala Pro Arg Glu 
. 125 130 135 

Gly Phe He Asn Tyr Leu Thr Arg Glu Val Tyr Arg Ser Tyr Arg 
140 145 150 

Gin Leu Arg Thr Gin Gly Phe Gly Gly Ser Gly He Pro Lys Ala 
155 160 165 

Trp Ala Gly He Asp Leu Lys Val Gin Pro Gin Glu Pro Leu Val 
170 175 180 

Leu Lys Asp Val Glu Asn Thr Asp Trp Arg Leu Leu Arg Gly Asp 
185 190 195 

Thr Asp Val Arg Val Glu Arg Lys Asp Pro Asn Gin Val Glu Leu 
200 205- 210 

Trp Gly Leu Lys Glu Gly Thr Tyr Leu Phe Gin Leu Thr Val Thr 
215 220 225 

Ser Ser Asp His Pro Glu Asp Thr Ala Asn Val Thr Val Thr Val 



230 235 ' 240 

Leu Ser Thr Lys Gin Thr Glu Asp Tyr Cys Leu Ala Ser Asn Lys 
245 250 255 

Val Gly Arg Cys Arg Gly Ser Phe Pro Arg Trp Tyr Tyr Asp Pro 
260 265 270 

Thr Glu Gin lie Cys Lys Ser Phe Val Tyr Gly Gly Cys Leu Gly 
275 280 285 

Asn Lys Asn Asn Tyr Leu Arg Glu Glu Glu Cys lie Leu Ala Cys 
290 295 300 

Arg Gly Val Gin Gly Gly Pro Leu Arg Gly Ser Ser Gly Ala Gin 
305 310 315 

Ala Thr Phe Pro Gin Gly Pro Ser Met Glu Arg Arg His Pro Val 
320 325 330 

Cys Ser Gly Thr Cys Gin Pro Thr Gin Phe Arg Cys Ser Asn Gly 
335 340 345 

Cys Cys lie Asp Ser Phe Leu Glu Cys Asp Asp Thr Pro Asn Cys 
350 355 360 

Pro Asp Ala Ser Asp Glu Ala Ala Cys Glu Lys Tyr Thr Ser Gly 
365 370 375 

Phe Asp Glu Leu Gin Arg lie His Phe Pro Ser Asp Lys Gly His 
380 385 390 

Cys Val Asp Leu Pro Asp Thr Gly Leu Cys Lys Glu Ser lie Pro 
395 400 405 

Arg Trp Tyr Tyr Asn Pro Phe Ser Glu His Cys Ala Arg Phe Thr 
410 415 4 20 

Tyr Gly Gly Cys Tyr Gly Asn Lys Asn Asn Phe Glu Glu Glu Gin 
4 25 4 30 4 35 

Gin Cys Leu Glu Ser Cys Arg Gly lie Ser Lys Lys Asp Val Phe 
440 445 450 

Gly Leu Arg Arg Glu He Pro He Pro Ser Thr Gly Ser Val Glu 
4 55 4 60 4 65 

Met Ala Val Thr Val Phe Leu Val lie Cys He Val Val Val Val 
470 475 480 

Ala He Leu Gly Tyr Cys Phe Phe Lys Asn Gin Arg Lys Asp Phe 
485 490 495 

His Gly His His His His Pro Pro Pro Thr Pro Ala Ser Ser Thr 
500 505 510 

Val Ser Thr Thr Glu Asp Thr Glu His Leu Val Tyr Asn His Thr 
515 520 525 

Thr Arg Pro Leu 
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<210> 3 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> forward PCR primer 

<400> 3 
tgtccaccaa gcagacagaa g 21 

<210> 4 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> reverse PCR primer 

<400> 4 
actggatggc gcctttccat g 21 

<210> 5 

<211> 50 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> hybridization probe 

<400> 5 

ctgacagtga ctagctcaga ccacccagag gacacggcca acgtcacagt 50 

<210> 6 
<211> 45 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> hybridization probe 
<400> 6 

gggctctttc ccacgctggt actatgaccc cacggagcag atctg 4 5 
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